SUPPLEMENTAL FIGURES TITLES AND LEGENDS
Quantification of protein and RNA levels in cerebellar samples from aCKO mice treated with tamoxifen as by paradigm in S2D; n = 6 aCKOs and n = 7 control littermates. Data represent mean ± SEM; p value was calculated by two-tailed Student's t test and significance was set at p< 0.05. The schematic represents the position of the three different set of primers (Rbm17 2-3, Rbm17 3-4, Rbm17 9-11) used to quantify Rbm17 mRNA by qRT-PCR. CHERP upon knockdown of RBM17 using (A), 50nM, 30nM or 10nM or (B) 10nM, 5nM or 1nM of siRBM17. Cells were treated with Scramble siRNA as control (si Scrm). All data were normalized to VCL, used here as loading control. n = 6 replicates/siRNA and the bars in each quantification graph represent mean ± SEM; p value was calculated using GraphPad-Prism by one-way ANOVA followed by Tukey's multiple comparisons test and significance was set at p< 0.05. 
